
ENGLISH SUMMARY 

 

Cervical conization is the standard treatment for women with severe cervical intraepithelial 

neoplasia (CIN). After treatment, these women have a higher risk for developing severe CIN than 

the general female population. As CIN is known to be caused by human papillomavirus (HPV), 

knowledge about the presence of HPV after conization is crucial for optimizing follow-up 

strategies. 

 

In the first study, we investigated the type-specific persistence and reappearance of HPV after 

conization and its risk factors. In the second study, we evaluated the performance of different test 

modalities—cytology, combined HPV and cytology and HPV test alone—in short-term follow-up 

after conization. In the third paper, we investigated the long-term absolute risks for CIN2+ of HPV-

negative women after conization. We compared an HPV-negative test alone with combined 

negative HPV and cytology test after conization and, additionally, with HPV-negative women in 

general screening (paper 3). 

 

The thesis is based on data from a “conization cohort” of 667 women established by the Unit of 

Virus, Lifestyle and Genes at the Danish Cancer Society Research Center between 2002 and 2005. 

Cervical samples were taken from women attending conization at enrolment and at two follow-up 

visits after conization (after respectively 4-6 months and 8-12 months) for cytological evaluation 

and for HPV testing. Answers to a questionnaire on possible risk factors were obtained. The study 

population was followed for up to 11 years, and cases of severe CIN were identified by linkage with 

the Danish Pathology Data Bank  

 

In the first study, we found that nearly 100% of the women were high-risk (HR) HPV positive just 

before conization. Type-specific HPV persistence was observed in 9.4% of the women at the first 

visit after conization. Less carcinogenic α5/6 species were most likely to persist. Viral load at 

enrolment and margin status of the cone were associated with persistence. Of the HPV infections 

that had cleared, 2.2% reappeared; the main risk factor was the number of sexual partners since the 

previous visit. 



 

In the second study, 20.4% of the women were positive for HR HPV, and 17.2% had abnormal 

cytology after conization. The sensitivity for targeting CIN2+ after conization was 81.0% (95% CI, 

58.1–94.6) for cytology and 95.2% (95% CI, 76.2–99.9) for HPV testing and for combined testing. 

The specificity of HPV testing (82.4%; 95% CI, 79.0–85.4) was slightly lower than that of cytology 

(85.2%; 95% CI, 82.0–88.0) and markedly higher than that of combined testing (73.2%; 95% CI, 

69.3–76.8). The added value of margin status was not significant. 

 

In the third study, the 3-, 5-, 8- and 10-year risks for CIN2+ of HPV-negative in the conization 

cohort were 0.7%, 0.9%, 2.8% and 5.7%, which were similar to the risks associated with negative 

HPV and cytology combined: 0.5%, 0.8%, 2.9% and 6.1%. The risks following a negative HPV test 

after conization were similar up to 5 years to the risks in HPV-negative women participating in 

routine screening. After 6–7 years however, the risks for CIN2+ tended to be higher for women in 

the conization cohort. 

 

This thesis, based on one of the largest cohorts of women who have undergone conization, makes 

important contributions to understanding the natural history of HPV infection in women who have 

undergone conization, and the clinical utility of HPV testing in follow-up after conization. Based on 

our data it may be hypothesized that HPV could be used as a stand-alone test in the follow-up after 

conization; however, larger studies are needed before a final conclusion on the clinical implications 

can be drawn. 


